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Abstract: Methicillin-resistant Staphylococcus aureus (MRSA) is a multidrug-resistant pathogen and
causes nosocomial infections. Community-acquired MRSA (CA-MRSA) shows a higher virulence than
hospital-acquired MRSA (HA-MRSA). The number of CA-MRSA isolated in clinical practice has
increased recently. We isolated 83 and 63 MRSA strains in Tsuyama Chuo Hospital from October 2011
to May 2012 and January 2015 to March 2016, respectively. MRSA strains were classified using Phage
Open-reading Frames Typing (POT) and their biofilm formation was measured. There were some MRSA
strains isolated in both periods. The biofilm formation of CA-MRSA was higher than that of HA-MRSA
(p < 0.001). We concluded that higher biofilm formation helped to CA-MRSA to colonize and affected
the increase of the isolation.
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# 1 Kt ORF Ok L PCR HEREY ¥ A X
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(bp)
femA 601 S. aureus DS

POT1-1 530 mecA 64
POT1-2 449 class B ™ 32
POT1-3 355 Type lla ™ 16

: POT2-1 304 Tn554 128
g POT2-2 271 a7 y— 64
é POT2-3 28  Fuzr—v 32
§ POT2-4 197 A= 16
POT2-5 161 a7 y— 8
POT2-6 131 A= 4
POT2-7 104 Tazy— 2
POT2-8 81 Genomic island 1

femA 601 S. aureus DfEFR

POT1-4 477 ccrA2 8
POT1-5 388 genomic islet 4
POT1-6 320 genomic islet 2
| POT1-7 273 classA™ 1
g POT3-1 243 Tazy— 64
g POT3-2 197 Tuur—v 32
&‘3 POT3-3 171 A= 16
POT3-4 140 a7y — 8
POT3-5 115 A= 4
POT3-6 95 Tazy— 2
POT3-7 78 A= 1

*1 mec gene complex class B, *2 SCCmec type lla specific, *3
cassette chromosome recombinase A2, *4 mec gene complex class
A
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1 POT EDOESIKE)NZ —
FB% : Reaction mixture 1, TE% : Reaction mixture 2,
P.C.: positive control
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%1 5% 2
57 e M B 2K B IR 2K
(%) FLIR (%) * (%) %) "

HA- 52 13 21 8
MRSA  (63) (25) (33) (38)
CA- 31 9 42 14
MRSA  (37) (29) (67) (33)
B 83 22 63 22
@7 (35)

* HA-MRSA 35 J U8 CA-MRSA Bl oDt K 22 % B 1Y

MRSA 53 Bt FE D4 s D Lk

H IR T MRSA 230l S 7z /A D & %
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#3 HBEEE
%1 52 W
i - pfE
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HA-MRSA  751+151 78.0+114 <0.05
CA-MRSA  616+296 59.2+31.2 <0.05
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#F 4 AW CTHE LTl S 172 HA-MRSA
POT %! F1H %21
(5 BEEO (57 BER0)
93-155-111 11 3
93-191-103 10 4
93-235-61 1 2
93-255-61 3 1
# 5 AWM Tl L CTorfE S 417z CA-MRSA
POT %! F1H %21
(5 B0 (5 BER0)
106-9-2 10 5
106-9-80 3 3

#6 B O NA AT 4V DJERRED Lk

%1 52 W
p fE
(%) (%)
HA-MRSA 28.0+149 284+166 <0.001
CA-MRSA 90.0+31.6 68.6+21.2 <0.001
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